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e 2019 0695
IgG1] =-------THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF 53

Ig64  ---ESKYGPPCPSCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDBEVOF 57

I962  ==-memm- VECPPCPAPPVAG-PSVFLFPPKPKDTLMISRIPEVTCVVVOVSHEDPEVQF 51

IgG3  EPKSCDTPPPCPRCPAPELLGGPSVFLFPPKPKDTLMISRIPEVTCVVVDVSHEDPEV(QF 60

K kkkdk | ok dakkddardkkddkddaddddRdokeaddddkikkdurk

IgG1 NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYXCKVSNKALPAPIEKT 113
IgG4  NWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKT 117
IgG2 NWYVDGVEVHNAKTXPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT 111
[gG3  KWYVDGVEVHNAKTXPREEQYNSTFRVVSVLTVLHODWLNGKEYKCEVSNKALPAPIEXT 120

SENEEEHBFAARF AR R A AR oA FERAR G RAT ORI TR AR hy kv dd

IgGl  ISKAXGQPREPQVYTLPPSREEMTXNQVSLICLVKGFYPSDIAVEWESNGCPENNYETTP 173
Ig34  ISKAKGQPREPQVYTLPPSQEEMTANQVSLICLVKGFYPSDIAVEWESNGQPENNYKTTE 177
Ig62  ISKTRGQPREPQVYTLPPSREEMTKNQVSLICLVKGFYPSDIAVEWESNGQPENNYKTTP 171
IgG] ISKTKGQPREPQVYTLPPSREEMTRNQVSLICLVKGFYPSDIAVEWESSGQPENNYNTTP 180

***:i***i**!!!ttlt*:*****!!t**ii*t*t*t**!i!*t!**‘*i****l:***

IgGl  PVLDSDGSFFLYSKLTVDRSRWQQGNVFSCSVMHEALENEYTQXSLSLSPCK 225

PVIDSDGSFFLYSRLTVDXSRWQEGNVFSCSVMHEALHNHYTOKSLSLSLGK 229
1gus  PMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK 223
IgG3  PMLDSDGSFFLYSKLTVDRSRWQQGNIFSCSVMHEALHNRETQKSLSLSPGK 232

EekkARTTRAAEF kRN TAR RN E s T AR ARk cxkhkkRE Ak

FIGURA 4
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51
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151

201
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301

351

401

451

501

551

651

701

751

MOCAMFRGLCC VLLLCGAVEV SPGAASTREC IVYNANWELE RTNQSGLERC

EGEQDKRLEC YASWRNSSCT IELVEKGCWL DDENCYDROE CVATEENPCWV

YECCCEGNFC NERFTHLEEZ GGPEVIYEFP PTCGGTHTCP PCPAPELLGG

PSVFLFPPEP EDTLMISRTP EVTCVVVDVS HECPEVEFNW YVDGVEVHNA
RIEPREEQYN STYRVVSVLT VLHQDWLNGE EYKCEVSHEA LPAPIERTIS
FAKGQPREP( VYTLPPSREE MTENQVSLTC LVHGIYPSDI AVEWESHGCE
ENNYETTPPV LDEDGSFELY SELTVDESRW QQCNVFSCEV MHEALHNHYT
QKSLSLSPGE (SEQ ID NO: 69)

N A KW

FIGURA 7

A ET

R E C
GECCGGCGE COGCTGAGAC ACGGGAGTGE

TC
%%%EM AG

CGGECCGC GECGACTCTG TGCCCTCACG

E L E

R T N

§ ¢ L

ATGGATGCAR TGAAGRGAGG GCTCTGCTGT GTGCTGCTGC TGTGTGGAGC
TACCTRCGTT ACTTCTCTCC CGAGACGACA CACGACCACG ACACACCTCG

I v ¥

ATCTACTACR
L.

E R C

0
ACGCCARCTS GGAGCTGGAG CGCACCARCC AGRGCOHRGCCT GGAGCGLTE

8§ G T

N CY D

I E L

R Q0 E

LG TGIG

iy TCT

E G E D KR LHC YT A 5§ WPRUHNES
CIGC TACG T
CTTCOGCTCG TCCTGITCGC CGRCGTGACG ATGCGGRGGA CCGCGTTGTIC

VYV EEKG

C V A

CA CTGA

C H L
G ZCTA

T EEN
AA

GGA CCT

GAC

D DF
ATGACTTCR

LICTGCCACC ATCGAGCTCC TOAAGAAGGG CTGCTGCCTA GATGACTTCA
GAGACCGTGG TAGCTCGAGC ACTICTTCCC GRACGACCGAT CTACTGRAGT

POV

TGACGRATGCT ATCCGTICCTC ACRCACCGGT GACTCCTCTT GGGGEGTCC

¥ F C

€C CEG

A T G

AT
P E A

CGETCICCGR

GTGERRCTCA
CRCCTTGAGT

CCGTCRGTCT
GGCAGTCAGR

CCGGRCCCCT
GGCCTCGGGA

CTGACCTCAA
GRCICCAGIT

ARAGACEAAGC
TTCTCTTTCG

CGTCCTCACC
GCRGGAGTGG

GCARGGTCIC
CGTTCCAGRAG

BARGCCAARG
TTTCGCTTTC

G G P

N F C
TCT

EV T X

N E R
GOGET

E F F

CCCCCGGGCC TTCAGTGCAT GCTCOCTGCEG

CRCATGCCCA
GIGTACGGGT

TCETETTCCC
AGGRGRAGGS

GAGGTCRCAT
CICCAGTGTR

GTTCAACTGG
CAAGTTGACC

CGCGGGAGGA
GCGCCCTCCT

CTCCTCCACC
CRGGACGTGG

CARCARAAGCC
GTTETTTCGG

GGCAGCCCLG
COGTCGEGEC

COGTGCCCAG
GECACGGETC

COCARRACCC
GRGTTTTRGE

GCGTGETGET
CECACCACCA

TACGTGGACG
ATGCACCTGC

GCAGTRCRAC
COTCATGTTG

AZCACTCCCT

CACCTGRACT
GTGGACTTGA

ARGGACACCC
TTCCTETGGG

GGACGTGAGC
CCTGCACTCG

GCGTGCAGGET
CGCACCTCCA

AGCACGTACC
TCETGCATGE

CAATCCCAMG

F TETL
A

GRCGR CGACACTTCC GTTGRAGACG TTGCTCGCGA AGTGAGTAAR

F T
GGG
GGCTGTCCAL

CCTGGGGGER
GGACCCCCCT

TCATGATCTC
AGTACTAGRC

CACGRAGACC
GIGCTTCTEG

GCATARTGCC
CETATTRCGG

GTGTGGTCAG
CACACCAGIC

GAGTACAAGT

TOCTGACCGA CTTACCGTTC CTCATGTTCA

CICCCAGCCC
GAGGGTCGGG

AGRACCACAG
TCTTGGTGIC

CCATCGAGAA
GGTAGCTCTIT

GCTGTACACCC
CACATCTGGG

FIGURA 8A

RACCATCTCC
TTGGTRGAGG

TGCCCCCAIC
ACGGGGGTAG

e 2019 0695
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851

901

951

1001

1051

CCGGGAGGAG ATCACCAAGA ACCAGGTCAG CCTGACCTGC

e 2019 0695
CIGGTCAAAG

GGCCCTCCTC TACTGGTTCT TGGTCCAGTC GGACTGGACG GACCAGTITC

GCTTCTATCC CAGCGACATC GCCGTGGAGT GGGRGAGCAA
CGAAGATAGG GTCGCTGTAG CGGCACCTCA CCCICTCGIT

GAGRACAACT ACAAGACCAC GCCTCCCGTG CTGGACTCCG
CTCTTGTTGA TGTTCTGGTG CGGAGGGCAC GACCTGAGGC

CTTCCTCTAT AGCAAGCTCA CCGTGGACAA GAGCAGGTGG
GAAGGAGATA TCGTTCGAGT GGCACCTGIT CTCGTCCACC

ACGTCTTCTC ATGCTCCGTG ATGCATGAGG CTCTGCACAA
TGCRGAAGAG TACGAGGCAC TACGTACTCC GAGRCGTGTT

TGGGCAGCCG
ACCCGTCGGC

ACGGCTCCTT
TCCCGAGCAA

CAGCAGGCGA
GICGTCCCCT

CCACTACACG
GGTGATGTGC

CAGRAGAGCC TCTCCCTGTC CCCGGGTARA TGA (SEQ ID KO: 70)
GTCTTCTCGG AGAGGGACAG GGGCCCATTT ACT (SEQ ID KO: 71)

FIGURA 8B
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TACCTRCGIT

ACTICTCTCC

AGTETTCGTT TCGOCCGGOG
TCAGRAGCAR AGCGGECCGC

MNP
GGGECETTCGG

GTGGARCTCA
CACCTTGAGT

CCGTCAGTCT
GGCAGTCAGA

CCGRACCCCT
GGCCTEGGGA

CTGASGTCAA
GACTCCRGTT

AAGACARRGC
TTCLEITTCG

CGTCCTCACC
GCAGGRGTGG
GCARGGETCIC
CGTTCCRGAG

AMAGCCRARG
TTICEETTIC

CACATGCCCR
GTGTACGGGT

TCCTCTTCCC
RGGREARGEE

GAGGTCACAT
CTCCAGTGTA

GTTCARCTGG
CARGTITGACC

CGCGGGAGGA
GCGLCCICCT

GTCCTGCACC
CAGGACGTGE

CAACARARGCC
GTTGTTICGG

GGCAGCCCCG
CCGTOGGEEC

e

CACGACGACG

m

ACACARCCTCG

“CCRCTGGRT

CCOTGCCCAG
GGCACGGGTC

CCCARARCCC
GEETTTTEGE

GLGTGGTGET
CGCACCACCA

TACGTGGACG
ATGCRCCTGE

GCAGTACARC
CGICATGITS

AGGACTGGCT
TCCTGACCGA

CTCCCAGCCC
GAGGGTCEGG

AGRACCACRG

E P_F
MeakCcocresl
A'E TEEGGEC
CACCTGAACT
GTGGACTTCA

AAGGACACCC
TTCCTGIGEE

GGACGTGAGC
CCTGCRCTCG

GCGTGEACCT
CGCACCTCCA

AGCACGTACC
TCCTGCATGG

GARTGEECARG
CTTACCGTIC

CCRTCGAGRA
GGTAGCTCTT

GTGTACACCC

CCTGGGEGGR
GGACCCCCCT

TCATGATCTC
AGTACTAGAG

CACGARAGACC
GTGCTTCTGE

GCATARTGCC
CGTATTACGE

GTGTGGTCAG
CACRCCAGTC

GAGTACAAGT
CTCATGTTCH

AACCATCTCC
TTGGTAGAGE

TGCCCCCATC

TCTTGGTGTC CACATGIGGG ACGGGGGTAG

FIGURA 9A

e 2019 0695



801 CCGGGRCGAG ATGRCCARGR
GGCCCTCCTC TRCTGGTTCT

851 GCTTCTRTCC CAGCGACATC
CGARGATAGE GTCGCTGETAG

901 GAGARCRACT ACARGACCAC
CTCTTGTTGE TGITCTGGIG

951 CTTCCICTAT AGCAAGCTCR
GRAGGRAGATRE TCGTTCGAGT

1001 ACGTCTTCTC ATGCTCCGIG
TGCAGARGAG TACGAGGCAC

1051 CAGAAGRGCC TCTCCCTGTC
GTCTTCICGE AGAGGGACAG

ACCAGGTCAG CCTGACCTGC CTGGTCAAAG
TGGTCCAGTC GGACTGCACG GACCAGTTIC

GCCGTGGAGT GGGAGRGCAA TGGGCAGCCSG
CGECACCTCA CCCTCTCGTT ACCCGTCGGC

GCCTCCCGTG CTGGACTCCG ACGGCTCCTT
CGGAGGGCAC GACCTGRGGC TGCCGRGGAR

CCOGTGGACAA GAGCAGCTGG CAGCAGGGGR
GGCACCTGTT CTCGTCTCACC GTCGTCCCCT

APCCATGAGG
TACGTACTCC

CTCTGLACAA CCACTACALS
GAGACGTGTT GGTGATGTGET

CCCGGGTARA TGA (SEQ ID WO
GGECCCATTT ACT (SEQ ID NO:

72)
73)

FIGURA 9B

1  MDAMKRSLCC VLLLCGAVFV SPGASGRGEA ETRECIYYNA NWELERTNQS

51  GLERCEGEQD KRLECYASWR NSSGTIELVK XGCWDDDFNC YDRQECVATE

101
151
201
251
301
351

ENPOVYFPCCC EGNFCNERPT HLPEAGGPEV TYEPPFTAPT GGGTHTCPPC
PAPELLGGPS VFLFPPEPED TLMISRTPEV TCVVVLVSHE DFEVEFNWYV

DGVEVHMAET KPREEQYNST YRVVSVLTVL HQDWLNGEEY KCEVSHKALPE
RPIEXKTISKA KGQOPREPQVY TLPPSREEMT ENQWSLTCLV KGEYPSDIAV
EWESHGOPEN NYKTTPPVLD SDGSFFLYSK LTVDRERWQQ GEVFSCSVMH
EALHNHYTQK SLSLEPGK (SEQ ID MO: 74)

FIGURA 10

e 2019 0695
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351

401

451
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551

601

701

AN [ LUGAL
ACGACGACG ACACACCTCG

AGICTICGTT TCGCCCGGCG CCTCTGEGCG TCGGGACGCT GAGACACGGS
TCAGAAGCAAR AGCGGGCCGC GGAGACCCGC ACCCCTCCGA CTCTGTGCCC

AGTGCATCTA CT%GCC %%RGC %ﬂGCGCAC CARCCRGAGC
AT CCT CTCCCGTG CTTGGTCTCC

SCCAAGG CGAGCA : TA
CCGGACCTCG CGACGCITCC GCTCGTCCTG TTCGCCGACG TGACGATGCG

-~

GAGGACCGCG TTGTCGAGAC CGTGGTAGCT CGAGCACTTC TTCCCGACGA

GGGATGATGA CTTCAACTGC TACGATAGGC ACGAGTGTGT GGCCACTCAC
CCCTACTACT GAAGTTGACG ATGCTATCCG TCCTCRCACA CCGGTGACTC

CCCC TAC TGT GAAGGCAACT TCTGCAACGA
CTCTTGGGGG TCCACATCAA GACGACGACA CTTCCGTTGA AGACGITGCT

ACT C. CAG AC t

CGCGARAGTGA GTAARACGGTC

CACCCCCGAC_AGCCCCCACC

GTGGGGGCTG TCGGGGGTGG

CCAGCACCTG RACTCCTCGG
GGTCGTGGAC TTGAGGACCC

ACCCRAGGAC ACCCTCATGA
TCCCTTCCTG TGGGAGTACT

TGGTGGACGT GAGCCRCCAA
ACCACCTGCA CTCGGTGCTT

GACGGCGTGG AGGTGCATAA
CTGCCGCACC TCCACGTATT

CAACAGCACG TACCGTCTGC
GTTGTCGTGC ATGGCACACC

GGCTGAATGG CAAGGAGTAC
CCGACTTACC GTTCCTCATG

TCCGACCCCC GGGCCTTCAG TGCATGCTC

SGTGGTGGAA CTCACACATG CCCACCGTCC
CCACCACCTT GAGTGTGTAC GGGTGGCACG

GCCACCGTCA GTCTICCTCT TCCCCCCARA
COCCTGGCAGT CAGAAGGAGA AGGGGGGTTIT

TCTCCCGGAC CCCTGAGGTC ACATGCGTGG
AGAGGGCCTG GGGACTCCAG TGIACGCACC

GRCCCTGAGG TCAAGTTCAA CTGGTACGTG
CTGGGACTCC AGTTCAAGTT GACCATGCAC

TGCCAAGACA ARGCCGCGGG AGCAGCAGTA
ACGGTTCTGT TTCGGCGCCC TCCTCGTCAT

ICAGCGTCCT CACCCTCCTG CACCAGGACT
AGTCGCAGCGA GTGGCAGGAC GTCGTCCTCA

RAGTGCRAAGG TCTCCAACAA AGCCCTCCCA
TICACGITCC AGAGCTTGTT TCGGGAGGGT

GCCCCCATCG AGARAACCAT CICCAAAGCC AAAGGGCAGC CCCGAGAACC
CGGGGGTAGC TCTTTTGGTA GAGGTTICGG TTTCCCGTCG GGECTCTTGG

FIGURA 11A

e 2019 0695
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1051

51
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201
251
kL)
351

51
101
151
201
231
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ACAGGTGTAC ACCCTGCCCC CATCCCGGGA GGAGATGACC AAGARCCRGG
TGTCCACATG TGGGACGGGG GTAGGGCCCT CCTCTACTGS TTCTIGGTCC

TCAGCCTGAC CTGCCTGGTC RAAAGGCTICT ATCCOCAGCGR CATCGCCGTG
AGTCGGACTG GACGGACCAG TTTCCGRAGR TAGGGTCGCT GTAGCGGCAC

GAGTGGGAGA GCAATGGGCA GCCGGAGAAC AACTACARGA CCACGCCICC
CTCACCCTCT CGTTACCCGT CGGCCTCTTG TTGATGTTCT GGTGCGGAGG

CGTGCTGGAC TCCGACGGCT CCTTCTTCCT CTATAGCAAG CTCACCGIGG
GCACGACCTG AGGCTGCCGA CGARAGAAGCRA GATATCGTTC GAGTGGCRCC

ARCRRGAGCAG GTGGCAGCAG GGGRACGTCT TCTCATGCTC CGTGATGCAT
TETTCTCETC CACCGTCGTC CCCTTGCAGR AGAGTACGAG GCACTACGTA

GAGGCTCTGC ACAACCACTA CACGCAGAAG AGCCTCTCCC TGTCCCOGGG
CTCCGAGACG TGTTGGTGAT GTGCGICITC TCGGAGAGGE ACAGGGGECCC

TAARTGA (SEQ ID NO: 75)
ATTTACT (SEQ ID NO: 76)

FIGURA 11B

MDAMKRGLCC VLLLCGAVFV SPGAAHTREC IYYMRNWELE RTNQSGLERC

EGEQDKRLHC YRSWRNSSGT IRLVEKGCWD DDFNCYDRQE CVATEENPOV

YFCCCEGNFC NERFTHLPEA GGPEVTYEPP PTGGGTHICP PCPAPELLGG
PSVFLFEPKP KDTLMISRTP EVTCVVVDVS HEDPEVKENW YVDGVEVEHNR
KTKPREEQYN STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LPAPTEKTIS
KAKGQPREPQ VYTLPPSREE NTRNQVSLTC LVRGPYPSDI AVEWESNGQP
ENNYRTTPPV LDSDGSFFLY SKLTVDKSRW QQGNVFSCSV MHEALENHYT
QKSLSLSPGK (SEQ ID NO: 17)

FIGURA 12

ETRECIYYNA NWELERTNQS CLERCEGEQD KRLHCYASWR MWSSGTIELVK

EGCWDCFNC YDRQECVATE ENPQUYFCCC EGNFCNERET HLPEAGGPEV

TYEPPPIGGG THTCPPCPAP ELLGGPSVFL FPPRFEDTLM ISRTPRVICY
WVDVSHEDPE VEFRWYVDGV EVHNAKTEDR EEQYNSTYRV VSVLTVLRQD
WLNGEEYECE VSMERLPAPT EETISKAKG) PREPCUVYTLP PSREEMTENQ
VSLTCLVEGF YFSDIAVEWE SHGQPENNYR TTPPVLDSDG SFELYSELTV

DRSRWQQGNV FSCSVMHEAL ENHYTQKSLS LSPGE (SEQ ID NO: 78)

FIGURA 13

e 2019 0695



e 2019 0695

1 [ETRECIYYNA WWELERTHQS GLERCEGEQD KRLHCYASWR NSSGTIELVE
51  KGCWDDDFNC ¥DRUECVATE ENPQUYFCCC EGNFCNERFT

101 EBLPEAGGPEV TYEPPPT (SEQ ID HO: 79)

FIGURA 14

ET R EC I Y ¥

51 W%GGCG COGCTGAGAC ACCGGGAGTGC ATCTACTACA
1 CCGC GGCGRCTCTG TGCCCTCACG TAGRTGATHT

N AKW ELE RTUHN QS5 CGL ERSTGC

101 G - G ]
TGCGETTGA TCGACCTC T TCTC A CCTCGCGAC

E ¢ E 9§ D KR L HC Y A S WIRNS
151  GAAGGOGAGC AGGACAAGCG GCTGCACTGC TACGCCTCCT GGCGCAACAG
CTTCCGCTCG TCCTGTTCGC CGACGTGACG ATGCGSAGGA CCGCGTTGTC

s 6T I EL YVKEKEG CH®WD DDF

201 T GAGCTCG GG CTGCTSGGAC GATGACTTCA
AGACCGTGE T CGAGC AC ACCCTG CT

K €YD RQE ¢C VA TEEMWHN P QV

251 &L CGA TAGGCAGGAG TGTGTGGCCA SAGAA C ]

AC T AT GT GRCTCCICIT T

¥ P¢ CCEG HRFC HNER FTTHTEL

301 TACT T GCTGTGARGE CAACTTCT SCGCT T'TT

CGA CGACACTTCC GTTGRAGACG TTGCTCCGCGA TARR

P EA GGP EVTY EPP PT
351  GCCAGBGGCT GGGGGCCCEE HGTE&E%TE CGRGCCACCC COGACAGETG
CGGTCTCCGA CCCCCGGECC TTCAGTGCAT GLTCGGTGEE GGCTGTCCAC

401  GTGGAACTCA CACATGCCCR CCGTGCCCAG CACCTGRACT CCTGGGGGER
CACCTTGAGT GTGTACGGET GGCACGGGTC GTGGACTTGA GGACCCCCCT

451 CCGTCRGTCT TCCICTTCCC CCCAMAACCC ARGGACRCCC TCATGATCTC
GGCAGICAGR AGGAGAAGGG GGGTTITTGGG TTCCTETGGG AGTRCTAGAG

©*"  CCGGACCCCT GAGGTCACAT GCGTGGTGGT GGRCGIGAGC CACGARGACC
GGCCTGGGGER CTCCAGTGTR CGCACCACCR CCTGCRCTCG GTGCTTCTGG

551 CTGAGGTCAA GTTCAACTGG TACGTGGACG GCGTGGRGGT GCATAATGCC
GACTCCRGTT CRAGTTGACC CTGCACCTGC CGCACCTCCA CGTATTACSG

FIGURA 15A
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651

701

751

801

851

901

931

1001

1051

AAMGACRAAGC CGCGGGAGGA GCAGTACAAC
TTCTGTTTCG GCGOCCTCCT CGTCATGTTG

CGTOCTCACC GTCCTGCACC AGGACTGGCT
GCAGGRGTGE CAGGACGIGG TCCTGACCGA

GCARCGGTCTC CAACAAAGCC CTCCCAGCCC
CGTTCCAGRG GTTGTTTCGE GAGGGTCGGG

AAAGCCARRG GGCAGCCCCG AGRRCCRCAHG
TTTOCGTTIC COGTCGEEGC TCTTGGTGTC
CCGEGAGGRG ATGACCARGA ACCAGGTCAG
GGCOCTCCTC TACTGGTICT TGGTCCAGTC

GCTTCTATCC CAGCGACATC GCCGTGGAGT
CGAAGATAGG GTCGCTGTAG CGGCACCTCA

GAGARCAACT ACAAGACCAC GCCTCCCGTG
CTCTTGTTGA TGTTCTGGTE CGGRGGGCAC

CTTOCTCTAT AGCAAGCTCA CCGTGGACAA
GRAGGAGATR TCGTTCGRAGT GGCACCTGTT

RCGTCTTCTC ATGCTCCGTE ATGCATGAGS
TGCAGAAGAG TACGAGGCAC TACGTACTCC

CAGBRRGAGCC TCTCCCTGTC CCCGGGTAAA

BGCRCGTACC GTGTGGTCRG
TCGTGCATGE CRCACCAGIC

GAATGGCRAG GRGTRACARCT
CTTACCGTTC CTCATGTICA

CCATCGAGAA ARCCATCTCC
GGTRECTCTT TTGGTAGREG

GTGETRCACCC TGCCCCCATC
CACRTGTGGE ACGGGGGIRG
CCTGRCCTGC CTGGTCARRG
GGATTIGGACG GACCAGTIIC

CGGRCAGCAR TGGGCAGCCG
CCCICTCGTT ACCCGTCGGC

CTGEEACTCCE ACGGCTCCTT
GACCIGAGGC TGCCGAGGRA

GAGCAGGTGE CAGCAGGGGA
CTCEICCACC GTCGTCCCCT

CTCTCCACAR CCACTACRCG
GAGRCGTGIT GGTGATGIGC

TGA (SEQ ID WO: B81)

GTCTTCTCGG AGAGGGACAG GGGCCCATTT ACT (SEQ ID NO: BL)

FIGURA 15B

e 2019 0695



51

101

151

201

Kl

351

401

431

&M

23l

601

631

GTGGAACTCA CACATGCCCA CCGTGCCCRG CACCTEAACT CCTGGGLGGR
CACCTICAGT GIGTACGGGT GGCACGGGTC GTGGACTTICGA GGACCCCCCT

CCGTCAGTCT TCCTCTTCCC CCCAARACCC ARGGACACCC TCATGATCIC
GGCAGTCAGR AGGAGAAGGG GGGTTITGEE TTCCTSTGGE AGTACTRAGAS

CCGGACCCCT GAGGTCACAT GCGTGGTGET GGACGTGAGC CACGAAGACC
GGCCTECEEGA CTCCAGTGTA CGCACCACCA CCTGCACICG GTGCTICTGG

CTGAGSICAR GTTCAACTCGC TACCTCCACC GCGTGGACCT CCATAATGCC
GRCTCCAGTT CRAGTTGACC ATGCACCTGC CGCACCTCCA CGTATTRCGS

BAGACRRAGC CGCGGGAGGR GCAGTACAAC AGCACSTACC GTGTGGICAG
TTCTGITITCG GCGCCCTCCT CGTCATGTTIG TCGTGCATGG CACACCAGTC

CGTCCTCACC GTCCTGCACC AGGACTGGCT GAATGSCARG GAGTACAAGT
GCAGGAGTGG CAGGACGTGG TCCTGACCGR CTTACTGITC CTCATGITCA

FIGURA 16A
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101

751

801

851

901

951

1001

GCARGGTCTC CAACAARGCC CTCCCAGCCC CCATCGAGAA ARCCRTCICC
CGTTCCAGAG GTTGTTTCGG SAGGGTCGGG GGTRGCTCTT TIGGIAGRGG

AMAGCCARRG GGCAGCCCCG AGRACCACAG GTGIERCACCC TGCCCCCRTC
TITCGGTITC COGTCGGGEE TCTTGGTETC CACATGTGGEG ACCGLGGIAG

COGGGAGGAG ATGRCCARGA ACCAGGTCAG CCTGACCTGC CTGGTCARAG
GGCCCTCCTC TACTGGTTICT IGGTCCAGTC GGACTGGACG GACCAGTITC

GCTTCTAICC CAGCGACATC GCCGTGGAGT GGGRGAGCAR TGGGCAGCCG
CGARGATAGG GTCGCTGTAG CGGCACCTCA CCCICTCGTT ACCCGTCGGC

GAGRACARCT ACARGACCAC GCCTCCCGTG CTGEACTCCG ACGGCTCCTT
CICTTGTIGA TGTTCTGGTG CGGAGGGCAC GACCTGAGCC TCCCCAGCGAM

CTTCCTCTAT AGCAAGCTCA CCGTGGACAR GAGCAGGTGG CRGCRAGGGGA
GAAGGAGATA TCGTTCGAGT GGCACCTGTT CTCGTCCACC GICGTCCCCT

ACGTCTTCTC ATGCTCCGTG ATGCATGAGG CTCIGCACAA CCACTACACS
TGCRGAAGAG TACGAGGCAC TACGTACTCC GAGRCGTGTT GGTGATGTGC

CAGAAGAGCC TCTCCCTGIC CCCGGATAAA TGA [OEQ ID NO: 82)
GICTTCICGG AGAGGGRCAS GGGCCCATTT ACT [SEQ ID WO: B3)

FIGURA 16B

GABRC CCGLGARTGT ATOTADTACK ATGCTAATIG GGAACTOGRE CGGACTRACC
HATCCCGECT HeARCRIGY GAGGGGGREC AGGAZARICG QCTCCATTGC TAJiGCOTCET
GORGGARCI] CTCEGGRACH ATIIGABCIZG TCARGAREGG GTGCTGGGAC GAZGATTTCA
HITGETRIGA CCGECAGSAN TGTGTOGTGA COGABGRGAR ICCGCAGGTO TAZTTCTGHT
GETCEEAZEG GAMITTCTGE AMIGARCSST TRACECATTT DecConficd celocgechc

HGGIGACCTA [GABCCECCE ccOach  (SEQ ID NO: B84)

FIGURA 17
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